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Abstract
Bacterial surface molecules have an important role in the rhizobia-legume symbiosis. Ensifer meliloti (previously, Sinorhizo-
bium meliloti), a symbiotic Gram-negative rhizobacterium, produces two different exopolysaccharides (EPSs), termed EPS 
I (succinoglycan) and EPS II (galactoglucan), with different functions in the symbiotic process. Accordingly, we undertook 
a study comparing the potential differences in alfalfa nodulation by E. meliloti strains with differences in their EPSs produc-
tion. Strains recommended for inoculation as well as laboratory strains and native strains isolated from alfalfa fields were 
investigated. This study concentrated on EPS-II production, which results in mucoid colonies that are dependent on the 
presence of an intact  expR gene. The results revealed that although the studied strains exhibited different phenotypes, the 
differences did not affect alfalfa nodulation itself. However, subtle changes in timing and efficacy to the effects of inocula-
tion with the different strains may result because of other as-yet unknown factors. Thus, additional research is needed to 
determine the most effective inoculant strains and the best conditions for improving alfalfa production under agricultural 
conditions.
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Introduction
Alfalfa (Medicago sativa L.) is one of the most important 
forage legumes for agriculture because it is well adapted to 
diverse environmental conditions (Avci et al. 2013). Conse-
quently, it has become an important crop in many parts of 
the world including the Pampean region of central Argen-
tina (Garcia et al. 2014) and also California (Geisseler and 
Horwath 2016). Although legume agriculture has expanded 
in Argentina, it has been recently influenced by a dramatic 
increase in soybean cropping (Caviglia and Andrade 2010), 
leading to a decrease in the land area allocated to forage 
crops such as alfalfa. As a result, forage crop systems based 
on the use of double crops where summer crops are used for 
silage and winter crops for pasture have become increasingly 
common (Abdelhadi et al. 2004; Arelovich et al. 2011). Nev-
ertheless, the increasing demand for livestock feed in Argen-
tina is negatively affected by suboptimal forage production 
levels, which is attributed to low nitrogen (N) fertilization 
rates (Agnusdei et al. 2010). Therefore, an increase in the 
efficiency of animal food production is needed to meet the 
growing demand within the constraints of the land area cur-
rently cultivated (Evans 1993).
Biofertilization of legume seeds with nitrogen-fixing 
bacteria collectively known as rhizobia started many years 
ago. Collectively, the legume-rhizobia symbiosis contributes 
over 40 million tons of N per year to agricultural systems 
(Herridge et al. 2008). Thus, the contribution of N by sym-
biotic fixation via the legume-rhizobia symbiosis is the most 
important source of N in agroecosystems (Ohyama 2017). 
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Enhancing the effectiveness of rhizobial inocula is desirable 
because bacteria can alleviate the requirement for synthetic 
N fertilizers that are economically and environmentally 
costly. In Argentina, a high percentage of legumes including 
soybeans, peanuts and alfalfa are inoculated (Vicario et al. 
2015; López et al. 2018). However, very little information on 
the biological significance of biofertilization for Medicago 
sativa (alfalfa) is available.
E. meliloti is a soil-inhabiting N-fixing Alphaproteobac-
terium, which under conditions of N limitation, establishes 
a root nodule symbiosis with legume plants, especially 
alfalfa, but also with other E. meliloti host legumes such 
as Melilotus alba (Giordano and Hirsch 2004). As a result 
of this interaction, the bacteria provide ammonia to their 
hosts and receive nutrients, mainly carbohydrates, from them 
(Jones et al. 2007). The process of symbiotic N fixation is 
carried out in specialized root structures, i.e. nodules. The 
interaction of the rhizobia and legume plants is highly host-
specific (Denarié et al. 1996), which is one of the many 
reasons agricultural legume seeds are coated with specific 
rhizobial inoculants. While rhizobia were once thought to 
be the only N-fixing inhabitants of legume nodules, other 
bacteria, which are distinct from rhizobia, are often iso-
lated from surface-sterilized nodules obtained from soil, 
thus revealing the existence of a phytomicrobiome where 
the interaction among the individuals is not only complex 
but also likely to affect the behavior and fitness of the host 
plant (Martíınez-Hidalgo and Hirsch 2017). Previously, we 
reported on the complexity of the bacterial communities 
isolated from alfalfa rhizospheric soils in the agricultural 
region of the Argentinean Pampas (Bogino et al. 2013), but 
whether these or nodule microbiome bacteria influence the 
symbiosis is as yet unknown.
Rhizobial surface components, especially exopolysaccha-
rides (EPSs), flagella, and lipopolysaccharides (LPSs), as well 
as bacterial and environmental signal molecules play impor-
tant roles in symbiosis, particularly in the formation of meta-
bolically active root nodules (Hirsch 1999). These molecules 
are also crucial for rhizobial biofilm formation (Fujishige et al. 
2006; Rinaudi et al. 2006; Rinaudi and Giordano 2010) and 
for attachment to legume roots (Hirsch et al. 2009). Strains of 
E. meliloti produce two different EPS molecules: succinogly-
can (EPS-I) and galactoglucan (EPS-II) (Fraysse et al. 2003). 
Each has a distinct role in the effectiveness of the symbiosis.
EPS-I, the better-understood and perhaps more symbioti-
cally significant EPS, is required for invasion of alfalfa roots 
by E. meliloti strain Rm1021 (Reuber and Walker 1993). 
Mutations affecting EPS-I biosynthesis result in a variety 
of developmental abnormalities such as the formation of 
ineffective nodules (Fraysse et al. 2003). EPS-I also pro-
tects bacteria from various environmental stresses such as 
desiccation and may also have a signaling role in the estab-
lishment of the symbiosis (González et al. 1996), as shown 
for the Mesorhizobium loti and Lotus japonicus N-fixing 
associations (Kawaharada et al. 2015). Some conditions, for 
example, limitations of N and sulfur, high phosphate con-
centrations, and hyperosmotic stress stimulate EPS-I synthe-
sis, whereas others such as phosphate starvation induce EPS-
II production (Janczarek et al. 2014). EPSs are produced 
in two different forms, of high and low molecular weights, 
and are termed HMW and LMW, respectively. The LMW 
fraction is an active biological form of EPS that is essential 
for successful infection of leguminous plants that establish 
indeterminate-type nodules (Skorupska et al. 2006).
Under controlled laboratory conditions, Rm1021, a wild-
type strain of E. meliloti, synthesizes detectable quantities 
of EPS-I but does not synthesize EPS-II. Synthesis of EPS-
II in Rm1021 can be induced by environmental conditions 
and mutations, for example under low-phosphate conditions 
(Zhan et al. 1991) and in a mucR mutant (Keller et al. 1995). 
The presence of a functional expR gene is necessary to pro-
mote the synthesis of symbiotically active EPS-II in strain 
Rm8530, which has an intact expR and is termed expR+ 
(Glazebrook and Walker 1989). However, strain Rm1021 
carries an insertion sequence (IS) element within the expR 
gene, which prevents EPS-II synthesis (Pellock et al. 2002).
EPS-II production in E. meliloti facilitates autoaggrega-
tion, a mucoid phenotype, and biofilm formation (Rinaudi 
and González 2009; Sorroche et al. 2010). A positive cor-
relation between biofilm formation and autoaggregation for 
E. meliloti strains isolated from alfalfa root nodules in the 
field led us to conclude that a functional EPS-II is needed 
for both bacterial-bacterial and bacterial-surface interactions 
(Sorroche et al. 2012). In addition, a mutation in LPS in the 
presence or absence of EPS-II leads to important changes 
in the adhesive properties of E. meliloti as well as in the 
symbiont’s interaction with alfalfa (Sorroche et al. 2018).
We previously demonstrated by PCR analysis that the 
expR gene does not exhibit an obvious insertion in either 
indigenous E. meliloti strains isolated from Argentinean 
soils or the reference strain Rm8530 (Sorroche et al. 2012). 
However, relatively little is known about the efficacy of the 
inoculation response of alfalfa to many of the rhizobia used 
as inoculants. The objectives of this study were (1) to com-
pare the genetic (expR gene structure) and biochemical (EPS 
production) features of two inoculant strains (E. meliloti 
B399 and B401) for alfalfa (Jozefkowicz et al. 2017a; b) 
with the laboratory reference strains (E. meliloti Rm1021 
and Rm8530) as well as with indigenous strains (E. meliloti 
CU10 and SR9); and (2) to determine the physiological and 
symbiotic effects of inoculating alfalfa seedlings with these 
different E. meliloti strains. We also pursued an in silico 
analysis of several E. meliloti strains from various sources 
for the status of their expR genes to obtain more informa-
tion about the importance of EPS-II for symbiotic nitrogen 
fixation.
Archives of Microbiology 
1 3
Materials and methods
Bacterial strains and culture conditions
E. meliloti strains (Table 1) were grown under the conditions 
specified earlier (Sorroche et al. 2018). Antibiotics were 
used at the following final concentrations: streptomycin at 
500 µg/ml, neomycin at 200 µg/ml, and gentamicin at 40 µg/
ml. The strains were grown in minimal glutamate medium 
(MGM) for EPS determination (Marketon and González 
2002).
Phenotypic assays
For visualization of mucoid or non-mucoid phenotypes, 
E. meliloti strains were streaked onto plates containing 
Luria Bertani (LB) medium. To observe the production of 
exopolysaccharides, the strains were grown on MGM agar 
with 125 µg/ ml Congo red (CR). A volume of 20 µl from a 
culture  (OD600 = 1) was deposited on the agar medium con-
taining CR. Plates were observed after 48 h of incubation 
at 30 °C.
DNA extraction
Colonies were suspended in 200 µl TE (Tris–EDTA) buffer, 
pH 8.0. DNA extraction was performed using Genomic 
DNA Purification Kit no. K0512 (Fermentas Life Sciences, 
Glen Burnie, MD, USA), following the manufacturer’s 
instructions.
PCR amplification of expR gene
The expR gene was amplified from the genomes of the 
E. meliloti strains compiled in Table  1. Two specific 
primers were used for amplification of the expR region: 
RmndvA5´out (5´-CGA GGA GAT CCT GCC CGA G-3´), and 
Rmpyc5´out (5´-AGA GTG GCG TGA ACA TTC GG-3´) (Pel-
lock et al. 2002). The PCR amplification procedure used was 
described by Sorroche et al. (2012).
EPS quantification
Quantification of EPS production was performed by the 
anthrone-sulfuric acid and glucose standard method to 
determine the concentration in the supernatant of bacterial 
cultures grown in MGM medium (Doherty et al. 1988) with 
minor modifications (Wells et al. 2007) following the pro-
cedure described by Sorroche et al. (2018).
Plant nodulation tests
The nodulation assays were tested by inoculation with the 
different strains. Seeds of the alfalfa (Medicago sativa) 
“IMPERIAL Group 8” or “Pampeana” cultivar from INTA 
(Instituto Nacional de Tecnología Agropecuaria, Argentina) 
were surface-sterilized and the alfalfa nodulation tests were 
performed as previously described (Sorroche et al. 2018).
Statistical analysis
A randomized design was used for all experiments. Values 
shown are average values ± SD from three independent pairs 
of duplicate experiments. Data were subjected to Analysis 
of Variance (ANOVA) with multiple comparison variables 
using Tukey´s test, and the Kruskal–Wallis test was used 
to analyze non-normally distributed data. Both tests were 
considered to be significant at p ≤ 0.05. The software pro-
gram used was Infostat 1.0 (Dept. of Statistics and Biom-
etry, Faculty of Agricultural Sciences, National University 
of Córdoba, Argentina).
Table 1  Bacterial strains used in this study
Strain Relevant properties References
Reference E. meliloti strains
 Rm1021 SU47 str21 expR102::ISRm2011-1(expR−) Meade et al. (1982)
 Rm8530 SU47 str21 expR101 (expR+) Glazebrook and Walker (1989)
Commercial E. meliloti strains
 B399 Recommended as inoculant strain by INTA Jozefkowicz et al. (2017b)
 B401 Recommended as inoculant strain by INTA Jozefkowicz et al. (2017a)
Native E. meliloti strains
 CU10 Isolated from alfalfa plants growing in soil from UNRC 
campus (expR+)
Sorroche et al. (2012)
 SR9 Isolated from alfalfa plants growing in soil from San Rafael 
field (expR+)
Sorroche et al. (2012)
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Genome analysis
We utilized the IMG/MER Integrated Microbial Genom-
ics and Microbiomes website of the Joint Genome Institute 
(https ://img.jgi.doe.gov/cgi-bin/er/main.cgi) and queried a 
number of Sinorhizobium (Ensifer) meliloti genomes from 
the database using the gene sequence of accession num-
ber DQ366275.1, which is annotated by the website as a 
S. meliloti strain 8530 N-acyl homoserine lactone receptor 
gene, but is used to detect the presence of expR (Sorroche 
and Giordano, 2012). Information presented in Table S1 was 
derived from ten different E. meliloti strains at the IMG/
MER website and from the literature cited.
Results and discussion
EPS production by E. meliloti is essential for root nodule 
formation on alfalfa and for the establishment of an N-fixing 
symbiosis between the two partners. Specifically, the pro-
duction of EPS-II by E. meliloti strains results in a mucoid 
colony phenotype, but strains that are unable to produce 
EPS-II display a dry phenotype (Pellock et al. 2002; Sor-
roche and Giordano 2012). The different E. meliloti strains 
used in this study are described in Table 1 and Fig. 1 and 
the data from the anthrone analysis are shown in Fig. 2. 
Reference strain Rm1021 and its parent strain Rm2011 
(Table S1) established dry colonies as did E. meliloti B399 
and B401, two strains recommended as inoculants. In con-
trast, the indigenous strains SR9 and CU10 and reference 
strain Rm8530 exhibited a highly mucoid colony phenotype 
(Fig. 1a). Previous studies in our laboratory showed that 
native E. meliloti strains isolated from root nodules of alfalfa 
plants grown in four different regions of Argentina, among 
them strains SR9 and CU10, developed highly mucoid 
colonies (Sorroche et al. 2012). Similar results have been 
obtained for rhizobia isolated from nodules of Medicago 
spp. and Melilotus alba growing in California (Fujishige 
et al. 2008; E.A. Humm, unpubl.)
An evaluation of the production of EPSs was made using 
CR staining. CR binds to neutral or basic polysaccharides 
including beta-D-glucans and cellulose as well as amyloid 
proteins (Kneen and Larue 1983). On the plate supple-
mented with CR, the dry colonies were lightly colored in the 
center and surrounded by a red halo. In contrast, the colo-
nies from the mucoid strains were redder in the center than 
the dry strains and convex in shape (Fig. 1b). These results 
show that the lighter-colored, dry colonies were devoid of 
a CR-positive material whereas the mucoid cells were red 
due to CR staining. In Rhizobium leguminosarum, Kneen 
and Larue (1983) postulated that CR might be binding to 
polysaccharides in the capsule, which might explain the dif-
ferences in color observed in the two colony types.
To demonstrate that EPS production is responsible for the 
highly mucoid phenotype, the concentration of total solu-
ble EPSs produced by each strain was analyzed by carrying 
out the anthrone method for determination of total carbo-
hydrates. When the values were adjusted to bacterial dry 
weight, EPS production was higher in strain Rm8530 com-
pared with the other strains under study (Fig. 2). In addition, 
Fig. 1  Bacterial external features of E. meliloti strains. Overall colony 
appearance of Rm1021 (expR-); Rm8530 (expR + ); B399 (expR-); 
B401 (expR-); SR9 (expR + ); CU10 (expR + ) on: a LB agar plates 
following 48  h of incubation; b MGM agar supplemented with 
125  µg/ ml CR, where drops of inoculum were deposited. A single 
colony was photographed under white light after growth at 48  h at 
30 °C
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the EPS levels in the indigenous strains SR9 and CU10 were 
higher than in the inoculant strains. However, for strain 
Rm1021, no statistically significant difference was observed 
from the indigenous strains, SR9 and CU10, although both 
exhibited more EPS production than the inoculant strains. 
For B399 and B401, the strains recommended for use as 
inoculants for alfalfa, EPS levels were similar to each other, 
but the values were significantly lower when compared to 
the other strains. These observations suggest a positive cor-
relation between EPS production and colony morphology in 
these rhizobia strains.
The regulator ExpR controls the transcription of the exp 
genes involved in the production of symbiotically active 
EPS-II. To determine whether an IS in the expR locus was 
correlated with the differences in colony morphology and 
EPS production, we amplified the expR ORF with specific 
PCR primers designed to amplify the sequence of this gene. 
Figure 3 shows the PCR products obtained from native 
and reference strains. Based on size-fragment analysis, we 
found that E. meliloti Rm1021 had a nonfunctional gene 
as expected (Pellock et al. 2002; Simon et al. 1991). Its 
PCR product was 2.2 kb indicating that the expR ORF was 
disrupted by a copy of ISRm2011-1, a 1319-bp IS element 
(Fig. 3, lane 2). E. meliloti Rm2011, the parent strain of 
Rm1021, also has an insertional mutation in the expR gene 
based on in silico analysis (Fig. 4). Furthermore, from a 
PCR of E. meliloti Rm8530, we obtained a 0.9 kb fragment, 
which corresponds to a functional expR gene (Fig. 3, lane 
3) based on the agreement with the size predicted for strain 
Rm41. Because the genome of Rm8530 is not available, we 
used in silico analysis to determine that Rm41 has an intact 
expR ORF as shown previously by Pellock et al. (2002) 
and in Fig. 4. On the other hand, in commercial strains 
E. meliloti B399 and B401, the presence of a 2.2 kb PCR 
product indicated that the expR gene is interrupted (Fig. 3, 
lanes 4 and 5). These results are supported by in silico analy-
sis of the genome of these strains (Jozefkowicz et al. 2017a; 
b) and other strains (Table S1).
A 0.9 kb fragment was detected in the native strains E. 
meliloti SR9 and CU10 (Fig. 3, lanes 6, 7), showing that 
there is no IS element similar to ISRm2011-1, which inter-
rupts the expR gene. However, finding a fragment of 0.9 kb 
does not necessarily confirm the presence of a functional 
expR gene for these strains. For example, Charoenpanich 
et  al. (2015) showed that a single nucleotide polymor-
phism (SNP) or an insertion/deletion in the expR gene dis-
rupts ExpR function, producing a dry colony phenotype. 
Fig. 2  EPSs production by E. 
meliloti strains. The average 
and standard deviation were 
calculated from three inde-
pendent replicates. Different 
letters above bars indicate the 
EPSs values significantly differ 
among strains according to 
Tukey’s test (p ≤ 0.05)
Fig. 3  Analysis of the expR locus. A 1% agarose gel showing the 
PCR products corresponding to the expR region from several E. 
meliloti strains. Lane (1) molecular marker (Plus II DNA Marker, 
TransGen Biotech); (2) Rm1021; (3) Rm8530; (4) B399; (5) B401; 
(6) SR9; (7) CU10
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Nonetheless, the strains SR9 and CU10 evaluated in this 
work are highly mucoid (Fig. 1a and b). This correlation 
of genotypic and phenotypic results suggests the presence 
of a functional expR gene in the native strains studied here 
(Charoenpanich et al. 2015). In addition, these phenotypes 
are consistent with the mucoid colony phenotype described 
for strains Rm8530 and Rm41, both of which are more 
mucoid than Rm1021 (Pellock et al. 2002). An analysis of 
the genomes of several E. meliloti strains in the IMG data-
base indicated that an IS element is the exception rather the 
rule (Table S1). Only Rm1021 and its parent strain Rm2011 
were observed to have the expR gene interrupted based 
on in silico evidence. Taken together, our results indicate 
that the ISRm2011-1 insertion in the expR gene of strains 
Rm1021, B399, and B401 (Fig. 3) affected EPSs production 
and induced a non-mucoid phenotype, which most likely 
accounts for their dry appearances (Fig. 1a and b).
Because no significant progress in the production of 
improved N-fixing inoculants for alfalfa production has 
been made for some time (Jozefkowicz et al. 2017b), the 
final objective of this work was to determine whether E. 
meliloti could become more effective for inoculation. There-
fore, a comparative analysis of inoculation with the different 
E. meliloti strains (indigenous, commercial, and reference 
strains described in Table 1) was performed. Each strain 
was inoculated on the roots of alfalfa seedlings. Although 
the total nodule number was slightly higher for the indig-
enous strain CU10 inoculum compared with the other strains 
(Table 2), none of the increases in nodule number were sta-
tistically different from one another at the end of the experi-
ment. The plants inoculated with the reference Rm8530 and 
the indigenous B401 strains developed the fewest number of 
nodules, approximately 50% fewer than CU10. As expected, 
no nodules developed on the roots of any of the uninoculated 
(control) plants. Overall, all the nodules that were observed 
were effective. Nevertheless, these results indicate that 
rhizobial EPSs production of a particular inoculated strain 
does not correlate with total nodule number. Moreover, no 
statistically significant differences with regard to shoot and 
root fresh weight of alfalfa plants inoculated with differ-
ent strains and among inoculated and non-inoculated plants 
were observed (Table 2). This might be attributed to the fact 
that these are relatively short-term experiments and were not 
of sufficient duration to show a significant effect on biomass 
production.
We previously reported that E. meliloti SR9 displayed 
high autoaggregation and biofilm formation phenotypes 
whereas CU10 had low autoaggregation and biofilm abilities 
(Sorroche et al. 2012). The present study’s findings illustrate 
the variability in the nodulation abilities between these two 
strains, but overall, the total nodule number was lower for 
strain SR9 and higher for CU10 suggesting there may be a 
correlation between autoaggregation and biofilm capabili-
ties. The above observations also suggest that rhizobial cell 
surface components such as EPS, in combination with bacte-
rial signal molecules, are necessary for the adhesive inter-
action, but may not necessarily improve the symbiosis, at 
least based on these conditions and short-term experiments. 
More studies are needed. On the other hand, EPSs may help 
rhizobia adapt to stressful environmental conditions such as 
desiccation or may help to promote mixed biofilms that serve 
Fig. 4  Map of genes flanking expR in E. meliloti strains 
Rm1021/2011 and Rm41. In both Rm1021 and Rm2011, expR is 
interrupted by TRm1a and TRm1b, transposons in ISRm1, an inser-
tion element. Rm2011 has two genes annotated as non-coding RNA 
sequences to the right of expR 
Table 2  Nodulation  assaya
a Average and standard deviation of at least three independent experiments with five replicates each are shown. Different letters above indicate 
statistically significant differences among average values (p > 0.05, Kruskal–Wallis test)
Plant responses Rm1021 Rm8530 B399 B401 SR9 CU10 Non-inoculated
Nodule number 3 ± 1.29ab 2.5 ± 1.05 a 4.39 ± 1.6cd 2.3 ± 1.36a 3.88 ± 1.26bc 5.53 ± 1.55d 0
Nodulated plants (%) 84 87.5 88.44 95 95.45 90.9 0
Shoot fresh weight (mg) 25.5 ± 6.7 23.51 ± 6.56 29.88 ± 7.67 27.13 ± 7.30 28.14 ± 5.8 28.28 ± 5.5 25.86 ± 6.14
Root fresh weight (mg) 34.45 ± 9.34 32.14 ± 12.61 26.44 ± 7.77 27.36 ± 8.93 28.46 ± 8.66 35.40 ± 10.96 32.49 ± 10.32
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as consortia to improve nodule development and function. 
These consortia may become part of the complex microbi-
omes observed in nodules (Martinez-Hidalgo and Hirsch 
2017). As mentioned earlier, many of the bacteria isolated 
from field-grown nodules are highly mucoid (unpubl. data). 
Experiments to discern the differences between rhizosphere 
and nodule microbiomes may answer this question.
Conclusions
Genotypic analysis as described here demonstrates that an 
insertion into expR in strains Rm1021, B399, and B401 
(Fig. 3) is positively correlated with an effect on EPS pro-
duction that results in a non-mucoid phenotype. However, 
the role of E. meliloti EPSs in early interactions with alfalfa 
roots has been extensively evaluated mostly from utiliz-
ing rhizobial model systems such as Rm1021. The role of 
EPSs in native E. meliloti strains is less studied compared 
to investigations using Rm1021 and its mutants. When we 
had previously investigated E. meliloti adsorption to alfalfa 
roots with indigenous strains mutated in EPS synthesis 
(Sorroche et al. 2012), we found that EPS-II partially inhib-
ited rhizobial adhesion to plant roots and suggested that it 
occurred through a shielding effect. In this context, it is note-
worthy that we have recently conducted nodulation assays 
on alfalfa using a lipopolysaccharide mutant of the model 
strain Rm1021. These data showed that a higher degree of 
attachment to roots by the LPS mutant did not result in either 
an increase of nodule number or of nodulated plants (Sor-
roche et al. 2018). Taken together, these observations lead 
us to conclude that although there might be a direct relation-
ship between the production of rhizobial surface molecules, 
mucoid colony morphology, and rhizobial adhesion to plant 
roots, these phenotypes are not necessarily connected to the 
symbiotic response, which is primarily mediated by genes 
directly or indirectly involved in nodulation. We are continu-
ing to investigate these phenomena.
Our results further indicate that native E. meliloti strains 
isolated from root nodules of alfalfa plants grown in Argen-
tinean soils are potential alternatives to the currently utilized 
biofertilizers, most of which are produced from rhizobia that 
form dry colonies. We do not know at this time the exact 
mechanisms whereby nodulation is enhanced, but increased 
tolerance to environmental stress due to greater EPS-II pro-
duction may be one possibility as is the ability to group 
with other soil microbes that promote symbiosis. Our results 
demonstrate that the indigenous strain CU10 is highly effi-
cient in terms of nodulation despite having been previously 
described as very ineffective in adhesion capacity. The pre-
sent data provide an important background for future inves-
tigations of alternative inoculant strains and conditions for 
improving alfalfa production.
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